Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.004 Å; R factor = 0.066; wR factor = 0.203; data-to-parameter ratio = 17.2.
In the crystal structure of the title salt, C 4 H 8 N 5 + ÁBF 4 À , centrosymmetrically related cations undergo base pairing via a pair of N-HÁ Á ÁN hydrogen bonds, forming an R 2 2 (8) ring motif. The cations and anions interact via N-HÁ Á ÁF hydrogen bonds, generating supramolecular layers parallel to (120), which are in turn linked into a three-dimensional network, forming rings of R 6 6 (24) graph-set motif. The crystal structure is further stabilized by -stacking interactions [centroidcentroid distance = 3.3361 (12) Å ].
Related literature
For hydrogen-bond motifs, see: Bernstein et al. (1995) ; Etter (1990) . For related structures, see: Conant et al. (1964); Gokul Raj etal. (2006) ; Zimmermann et al. (1963) ; Hemamalini et al. (2005) ; Balasubramani et al. (2007) ; Li et al. (2011) . Forstacking interactions, see : Hunter (1994) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). Symmetry codes:
Data collection: APEX2 (Bruker, 2008 ); cell refinement: SAINT (Bruker, 2008) 
Comment
Only a limited number of tetrafluoroborate salts like hydrazinium fluoroborate (Conant et al., 1964) , L-Histidinium tetrafluoroborate (Gokul Raj et al., 2006) , trimethloxosulfonium fluoroborate (Zimmermann et al., 1963) have been reported in the literature. From our laboratory, we have reported the crystal structure of trimethoprim tetrafluoroborate (Hemamalini et al., 2005) and pyrimethamine tetrafluoroborate (Balasubramani et al., 2007) , and have analysed their hydrogen bonding patterns. The present investigation concerns the supramolecular patterns exhibited by acetoguanaminium fluoroborate.
The asymmetric unit of the title salt contains one 2,4-diamino-6-methyl-1,3,5-triazin-1-ium (acetoguanaminium) cation and one tetrafluoroborate anion as shown in Fig. 1 . The acetoguanaminium cation is protonated at N1. Protonation of the triazine base on the N1 atom is reflected by an increase of the C1-N2-C6 bond angle (119.77 (17)°) with respect to the other C-N-C angles (mean value 115.94 (18)°). The tetrafluoroborate anion shows a slightly distorted tetrahedral geometry (Li et al., 2011) . In the asymmetric unit, the acetoguanaminium cation interacts with the tetrafluoroborate anion via a nearly linear N-H···F hydrogen bond ( Fig. 1 , Table 1 ). Centrosymmetrically-related cations are paired through a pair of N-H···N hydrogen bonds to form a robust R 2 2 (8) ring motif (Etter, 1990; Bernstein et al., 1995) by linking an H atom of the 4-amino group with the N5 atom of the inversion related cation (Table 1) (24) as shown in Fig. 3 . These rings propagate along the b axis and generates a three dimensional supramolecular network. The structure is further stabilized by nearly face to face π-π stacking interactions between acetoguanaminium rings, with interplanar distance of 3.333 Å, centroid-to-centroid distance of 3.3361 (12)Å and slip angle of 2.46° (Hunter, 1994) . In addition, anion-π contacts are also observed between the acetoguanaminium ring and the F2 and F4 atoms of tetrafluoroborate anion (Cg1···F2 i = 3.654 (3) Å; Cg1···F4 i = 3.178 (3) Å; Cg1 is the centroid of the N1-N3/C2/C4/C6 ring; symmetry code: (i) 1-x, 2-y, 1-z).
Experimental
A hot ethanolic solutions of 2,4-diamino-6-methyl-1,3,5-triazine (acetoguanamine; 31 mg; Aldrich) and tetrafluoroboric acid (220 mg of 40% solution; Aldrich) were mixed in a 1:1 molar ratio. The resulting solution was warmed over a water bath for a few minutes and then kept at room temperature for crystallization. After a few days, colourless prismatic crystals suitable for X-ray analysis were obtained.
supplementary materials sup-2 Refinement
All hydrogen atoms were positioned geometrically and refined using a riding model, with C-H = 0.96 Å, N-H = 0.86 Å, and with U iso (H) = 1.2 U eq (N) or 1.5 U eq (C).
Figures Fig. 1 . The asymmetric unit of the title compound, showning 30% probability displacement ellipsoids. The dashed line indicate a hydrogen bond. ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å

